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PCR-ribotyping E[E&EDiERIEEZB L THNDET,
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e HEy3 (&) | 7U7L-MNAEER | (NILFTL Y UAPCR
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HEB PCRUTUAZ 240pL x1&K
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*1 AptaTaq DNA Master (5xConc.) (F. Roche Diagnostics K. KOG TY. *2 3 HY—=7 2" DNAHIEHEEEFRFTT .
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Reaction mixture 1
PC 1 2. 3i (4 S5 6/ a8 RO ORCIPH

PCR PC 498 C. diff Positive control
POT 1-1 426 512 Genomic Islet-1
POT 1-2 372 256 Genomic Islet-2
POT 1-3 323 128 Genomic Islet-3
Reaction POT 1-4 282 64 Genomic Islet-4
mixture 1 POT 1-5 242 32 Genomic Islet-5
POT 1-6 211 16 Genomic Islet-6
POT 1-7 180 8 Genomic Islet-7
POT 1-8 151 4 Genomic Islet-8
POT 1-9 126 2 Genomic Islet-9
i i POT 1-10 107 1 Genomic Islet-10
el bt 2 PCR PC 498 - C. diff Positive control
POT 2-1 425 256 Genomic Island-1
POT 2-2 331 128 Genomic Island-2
POT 2-3 294 64 Genomic Island-3
Reaction POT 2-4 266 32 Genomic Island-4
mixture 2 POT 2-5 229 16 Genomic Island-5
binary toxin POT 2-6 185 8 Binary toxin
POT2-68 POT 2-7 145 4 Genomic Island-6
oXmASG] POT 2-8 124 2 Toxin A
B POT 2-9 101 1 Toxin B
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QZDBRKBD/\> ROBEOIERZANT, POTBREFADIHES —NITEETANL. 2 DOHFITU—0 POT EZEHLET .
I PCR PC D'B3HEDIHE. TDRIKF C. difficile ThDZEN R TEET .

I POT20DMEN'E ﬂTﬁﬂ(iaiFilﬁ{E? (Toxin B) ZHRBELTVET,

I AR D POT BZ LB T DT, C. difficile DEARBIDIAR M ZE 8N (CHEAILRF T .

IV EERRENSESNIZERE POT 1, 2 D POTEALTRE—(C/RADFET,

HRIRD MLST, PCR-ribotyping S##fif&EREUTORICRUZ, BICHEARR HP 15 POT EFETRATES —had D> O— R,
I\ ROBEZZHETANDL UNURED 10 JAURRAL : 0). 2 DDOAFTU—d POT BZEH Uiz,

H1(CHBITDHTILES
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2

ST NA 8 81 26 17 17 17 2 2
PCR-ribotyping 078 002 369 ND 018 018 018 014’ 014 014
POT1 28 826 700 433 691 691 691 485 485 485
POT2 267 343 309 272 439 23 3 503 439 275

SHS—ZFR® DFELBFPOTFY S (C. T+ T13ILH) 30[E15 AR (-25~-20 C) 47,500 08106-97
HS—=772° DNAJHH RS 120[E1%3 % (2 °C~8 C) 24,000 08178-96

it (7)| WS m i (7)| WES
120[E% 87,000  08180-96 SHT-ZVR° RFEFEFPOTEY ~ (KEZEA)  30m4 44,000  08362-97
40,000  08180-97 INI-ZTR HFRERMPOTRY N (E /07N comple) 30EI%> 47,500  08376-97
SHT-ZVR° HFEFEFPOTY b (RIFEA) som4 67,000  08187-96
SHI-CTA DFEFRAPOTFY b (7SR NWS-BER) 30m% 44,000  08062-96

SHI-ZT R BTREBEAPOTRY b (BET RUKER)
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