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Escherichia coli typing methods and their application
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RXA > PseudomonadotaFi. Gammaproteobacteria
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R EscherichiaBICREEND RREYVYDF R T —
I ~R—2X(List of Prokaryotic names with Standing in
Nomenclature:LPSN) [Ck2 & IRTE EscherichialEICFER 1
([CRI 7N ERHONT WD AR E. albertiiE. fergusonii
[CRDBEBIHBFLEELTH) . KBEUNDO—EEFEICD
WCTHRREE LOFENNEELROTUND Y. TNSICDL)
CIFABCIFFRRUEWV 6 B D & 25 (FBEERDFHI
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AR ATIFICE. colicL THa . K-1 2RERNGREBARBE DRI
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HEACEMIRDE. colicimed THELL. [BR#E4&-cryptic clade III/IVICHEZ

B4 REFE wE

E. coli 1895

E. hermannii 1982 HEBREEE

E. fergusonii 1985

E. albertii 2003

E. marmotae 2015 [R%#4a-cryptic clade VIR
E. ruysiae 2021

E. whittamii 2021

27 BEERatt

EACEMEIRDE. colicimsb TR, [BR#FE4-cryptic clade INCHHH

THE CHEMICAL TIMES 2026 No.2 (@%2805)



TERKROBATEREDEFACOVT. ZNZEND D EREBEEE
PHEERZHIT D,

2-1. %8 (pathotype)

RBENMRE -HIRTDHRERF L. ZNICKO>TIIERD
TNBREDEBVICE I MR TH D K FRIFRME
A& (diarrheagenic £. coli:DEC) BB RFRIEREE
(extraintestinal pathogenic E. coli:ExPEC) D2 DITKA)
TND,

DECTFFEROBREDKRIUNHSN TS, ZNENICTD
WTEREADZXLAVESIREBEGFNHESHICEINTL
% (R2)" EF TR HEDEGHLIREDEENS KRR
FZI1—RI BN —H—BLTFORBRRHRILHITE DIRHLE
LTHWLSNTW S, BIZ[E BRRAEEICS VW T=RRREEICD
BN2BEELEMMXBEERREDBEEECTIE. DBKICH
(T3 [EREEDHER] KIS [ERECT DR DI E AL
TNTVD,

K2 MRMERBEOTEMREEY—N—EGF
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—FH.EXPECEZDBRKBRICE DT RERREEXER
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REDF2E—DARERFIFFELRT . NODOBEEELRF(E
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HIEMECLTOMEEELTHY, BTEEE DX
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o Y- —RET i
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enzyme electrophoresis:MLEE) ZFR W T, KEEEEAIC
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U7 ICBULES (sequence type:lST) & LTHIOT L
UTeSFANMLST (multilocus sequence typing) Tépdo, 2D
A9 O7 Z iGN ICER-SEL. OISR T —I N —
ZEUTRFETRIET. 7 O0-NIVICHBTERD TEEF
EEIRDFIe. P UILDAEEICE D<ESILEEIC K >THRED
iRE7ZFHI CEDRD . ATFEDRFH TH D MLSTIF1998
FE(CBERRRE (Nelsseria meningitidis) TIRES N ZDEL)
DHREENAUNS TR TRRERNEE R U KEGEIC
BVTHEBMOMLSTAF—LANMRESNTELN RETIE
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2007F(ORERY =V —HEBLTURE. &/ LES
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T/ LAPICEFENBENELTFDOERPSNPICE DA
W ATEEETF > T WV Do TD LIRS/ LBERICE D<EMTIETin
silico(A > UD)IAEVT | EFRESND 25/ LRIT DR
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https://cge.food.dtu.dk/services/VirulenceFinder/
https://cge.food.dtu.dk/services/SerotypeFinder/
http://clermontyping.iame-research.center/

https://enterobase.warwick.ac.uk/
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7/ LEBIIzZFR W fecore genome MLST (cgMLSTWSRIE1E
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AETCE. EM B BRREEZ#EHULTCERINTVD
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W3, TIRERRAEIRIG T, SR METH Y BRI CTIFRME
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syndrome:HUS) Z#iF T 2 N85, StxlFStx1&£Stx2(Ck
RSN mED7 =/ BREHIOHEEMFH60% TH 5. EHEC
(F. ST FIEFStX2D VT NH—75. BBV IEEHZELET Do

RREEEICHWNT EHECRPEFBERRESZSOIN
TOREAENBEDOHREBZ STV D, BN TIFERKI3,000
~4,000¢4DBEN G T EERRATS KO E ILREZEDT
RAICHENTOBERDZ <HFHICERISNTLD, ZTDIER
(& EIBEREHEEN RS EILREENRANFETIS
[RRMEDREIER (IASR) ICBFERRINTVS HAD
KDL DHEREIICEHECO B MR DRFE7Z 74T - NFEL T
W EEMICHN R BEEREZMAEELLBOTVDE. B
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EENBRREEHREHECOOMEIFO 157D 2E DK 6
ZEH.RXNT 026.0103.01115%E< (B1) . OIMiEEE =
fiI108¥M>55.0157.026.0103.0111.0121.0145T
FEEERN49~89%. MEFREFRNT7~53%EFBLDIC
HL.091.0115.0146. O8TIFBEEERNS~21%. IMF
FEEN0~2%(ICEEFY, OB CRRIEICKIRED
RHSNB (M2) . EHECOERRMEICIE, BE iR D®E
BBRVREERICES I BINEDMANEETHY. 0157
ZZTHZEDOMMBEHKIFVITNBINEDBRZI—RT D
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LEE (locus of enterocyte effacement) EIEIFN2DEETEE
(X—H—&CFleae) ZRBLTV D, — 7. #EDOMF
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BB IRRIEDRISZHTE I BIBFED—DEL THIFATIARE
THdo
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EIIEREHEIRNIME BEBRIEHT (bR
[ EHMARGEARLE D MEZRIERPRAER
(2022~2024) ZEIfERL. *LEERBOMER}

EHEC O157(n=3,112)[SFBUT. DR EBRFIEIRED
BHEIC DV THIRET UL, SGBEIR T (stx T &stx2) DIRB/ VST —
VN Stx T EIREGIERR DY 2.5%. Stx 2B IHBR IR DY 4 2%, Stx 1/
SX2MRE IR D5 5.5% T o ol MEFRAEZEIF TN ZNA3%.
45%.54% EBREFROOSNBH oI HUSEAERFstx2
BIRRZ AR (2.22%) Wstx 1/stx2mfa %4k (0.58%) [CHERT

B(CEM o1z (K3) . HERI TldEBEZH I 2H7H'89%.
EEMERH- (XA FR) M1 1% ZED . H7RICH T
EHBRUHUSDORAER (ZNZTNE53%E1.57%) (& H-#K (Z1
ZN37%E0%) FbBERICEN I (K3). HEICKDES S
(F BEEROMRBEZ®EL T EEMINEET 2ERRCER
THBDEEZEZSNTHY . EHEC O157RRFIEDEAELICHRE
ZERIFUTV TR RSN,
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EHEC O157 (&SRB ETEHIZLST 1 1(CHFESNBH &4
J NEEF)ICEDLSNPETIC K SBICTU—R BT —R
OX CTOELRIREECHDEIND . TU— P TRIRM(CZE
HERHSN HUSEEHBRKG T —RO6FKFTL—REICET
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VIFEICRBRPEPHMEZREDSDBE SN, TD—BBI(F
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hERHTNDE'D 4 LERICE D ELBIT NS, FEIRK
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ZALN KIIFNICIBE CTED LHHFIND 2L R3S
METHBSNCERE DB P OBRDSEIET T AMNL
5D ZBICKOTIFIERITEBV) NA P AZF DTENTFRE
NB. UL T RAHDNAT —IR—=RCEIRS MY/ LIE
BZAATIRICIE. ZNSH DB S NIcERPFEZT2IC
BEUC LTOBTCERNRECHDIEER D, — 1 A
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